Comparison of PD-L1 expression in primary and metastatic lung cancer biopsies
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Background

Programmed death-1/programmed death ligand 1 (PD-1/PD-L1) inhibitors
have been approved for use in lung cancer (Table 1)"

PD-L1 expression, as assessed using an a
immunohistochemistry (IHC) assay, may
clinical benefit from PD-L1 inhibitors in

pproved PD-L1
e associated with greater

lung cancer>®

Results

 NeoGenomics Laboratories reported PD-L1 test results for biopsies from

126,180 patients between October

2015 and January 2020

e |n total, 44,407 patients had a confirmed diagnosis of lung cancer, of
whom 245 had paired biopsies from primary tumor and metastatic sites
that met the inclusion criteria (Figure 1)

 Overall, the expression of PD-L1 on TCs was poorly correlated between
primary tumor and metastatic sites (Kendall’s tau 0.448 [95% Cl, 0.368-0.529])

(Figure 3)

Figure 3. (A) Correlation of and (B) difference in PD-L1 expression
between primary lung tumor and metastatic sites

e OPA was 68%-82% (Cohen’s kappa 0.35-0.53) across all cutoffs
evaluated and appeared to increase with higher PD-L1 expression
cutoffs (Table 3)

Table 3. Agreement for PD-L1 expression between primary lung
tumor and metastatic sites across a range of cutoffs
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Table 4. Agreement for PD-L1 expression in patients whose second
biopsy was collected after the first PD-L1 test was reported
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metastatic sites was assessed with Passing-Bablok regression — Of patients with intermediate PD-L1 expression (1%-49%) on their

first test, 57% had negative (0%) or high (50%-100%) PD-L1 expression
on their second test

Lung < metastatic site

aThe number and proportion of patients is indicated for each PD-L1 expression cutoff; PEach box shows the interquartile range (IQR)
and the line is the median value. Whiskers represent values 1.5 x the upper and lower limits of the IQR. Enlarged data points are
outlying values more than 1.5 x the IQR above the third quartile or below the first quartile.
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 The difference in PD-L1 expression was analyzed in patients who had their
second biopsies collected after the result of the first biopsy was reported

Lung > metastatic site
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