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BACKGROUND Table 1. Baseline characteristics. cc N-GOCO 0 STO |f|—39co 0 Figure 2. Turn around times for plasma and tissue molecular profiling in both cohorts, and time to treatment initiation.
Molecular prof'l'n of tumor tissue is the eold standard - - M Plasma [@ETissue @@Tissue -2018 historical cohort O Plasma first (ACCELERATE) @ Tissue - 2018 historical cohort
. cu iling of tu issue i g
.. L N (%) N (%)
for treatment decision-making in advanced NSCLC 26 62
Sex Female 31(52) 47 (53)
* Results are often delayed or unavailable Male 29 (48) 42 (47)
, , C Median age at diagnosis (years) 70 70
Time to treatment may be shortened using liquid biopsy smoking history Never smoker 29 (48) 32 (36)
Former 22 (37) 39 (44) 34
METHODS Current 9 (15) 18 (20)
° We p||oted the use of p|asma molecular testing as pa rt of Final histological diagnosis Adenocarcinoma 33 (55) 82 (92)
the initial diagnostic work-up for patients with suspected Squamous cell 7(12) NA
advanced lung cancer Large cell 1(1.5) 4(5)
& NSCLC NOS 1(1.5) 3(3)
 Time from referral to treatment initiation was analysed Small cell carcinoma 7(12) NA
and Compared to an historical cohort from 2018 of Atypical carcinoid 1(1.5) NA MEDIAN TURN AROUND TIME MOLECULAR PROFILING (DAYS) MEDIAN TIME TO TREATMENT (DAYS)
patients with advanced non-squamous NSCLC Lymphoepithelioma-like 1(1.5) NA
Not lung primary 6 (10) NA Figure 3. Molecular alterations detected in advanced non-squamous NSCLC using plasma + tissue versus tissue only.
 Patients had plasma circulating tumor DNA (ctDNA) Not biopsied 3(5) NA PLASMA + TISSUE (ACCELERATE)

TISSUE (HISTORICAL COHORT 2018)
N=37 N=89

NOS: not otherwise specified

Liquid biopsy can lead to faster molecular
results, increase access to targeted therapy,
and shorten time to treatment in NSCLC

testing using InVisionFirst®-Lung, a next-generation
sequencing (NGS) assay targeting 37 genes

W EGFR L858R

M EGFR ex19del
B EGFR ex20ins
B EGFR exon 18
B ERBB2 ex20ins

ALK fusion

B MET ex14skip
B KRAS G12C

B KRAS nonG12C

 Tissue molecular testing was conducted per institutional
standard of care including comprehensive next
generation sequencing (NGS) or single gene testing
(EGFR, ALK, ROS1)

Figure 1. Study schema.
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B No alterations identified

Table 2. Tissue biopsy and molecular profiling method. ACCELERATE COHORT HISTORICAL COHORT

Il N=60 N=89 Figure 4. Type of treatment received in each cohort. Table 3. Actionable alterations and treatment patterns.
Study Enrolment O Targeted Therapy = H Chemo-immunotherapy Sta
1dy Enrc ge IVNSCLC  HISTORICAL
tiquid biopsy N (%) N (%) 100 ACCELERATE COHORT
Tlssu.e blop§y booked
QualityetEiEasn) Tissue biopsy method  EBUS/TBNA 26 (43) 52 (58) COHORT N=37 N=89
. v CT-guided biopsy 21 (35) 22 (25) %0 N (%) N (%)
Actionable . Actionable alteration detected
result in Thoracentesis 7 (12) 9 (10) 23 (62) 44 (49)
plasma Molec.ular Lymph node ENA 3 (3) 5 (6) 60 (EGFR, ALK fusion, METex14skip,
l REre ) . , ERBB2ex20ins, KRASG12C)
s/ in tissue Brain metastasis resection 0 1(1)
biopsy if Not biopsied 3(5) NA 0
possible l Tissue molecular 161 comprehensive NGS panel 24 (65) 0 2o Targeted therapy 18 (49) 26(29)
\ _ profiling method 15-gene NGS panel + IHC 0 63 (71) 20 205%
= Systemic Treatment Single gene PCR testing + IHC 5(13) 23 (26) Targeted therapy started prior to 10 (27) NA
EG g g @ Tr.eatmEI:It S —— N/A 3 (22) 3 (3) 0 . . — tissue NGS (based on plasma)
| @ Quality of Life @ 12 weeks EBUS: endobronchial ultrasound; TBNA: transbronchial biopsy needle aspirate; FNA: fine needle aspirate; IHC: immunohistochemistry; PCR: polymerase chain reaction Plasma-first (ACCELERATE) Tissue only (Historical cohort)




